The title compound, C 11 H 14 O 3 , was synthesized by a cross-metathesis reaction. The dihedral angle between the aromatic ring and the butenol side chain is 30.2 (2) . In the crystal, inversion dimers are formed through O-HÁ Á ÁO hydrogen bonds and these are linked into chains by additional O-HÁ Á ÁO contacts. These chains are linked into sheets in the bc plane by C-HÁ Á ÁO hydrogen bonds.
data reports form the title compound. The product was mpurified by column chromatography, and allowed to crystallize from dichloromethane at room temperature over the course of 14 days.
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . Table 1 Hydrogen-bond geometry (Å , ).
D-HÁ Á ÁA
D -H HÁ Á ÁA D Á Á ÁA D -HÁ Á ÁA O1-H1Á Á ÁO2 i 0.84 1.80 (1) 2.635 (2) 174 (2) Symmetry code: (i) Àx þ 1; Ày þ 2; Àz þ 1.
Figure 2
Crystal packing of the title compound, viewed along the a axis with hydrogen bonds drawn as dashed lines. Computer programs: APEX2 and SAINT (Bruker, 2009) , SHELXS97 (Sheldrick, 2008) , SHELXL2014 (Sheldrick, 2015) , OLEX2 (Dolomanov et al., 2009) and Mercury (Macrae et al., 2008) .
Figure 1
A view of the molecular structure of the title compound, with atom labelling. Displacement ellipsoids are drawn at the 50% probability level. 
where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max < 0.001 Δρ max = 0.49 e Å −3 Δρ min = −0.18 e Å −3 Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.6301 (2) 0.80940 (16) (7) 0.0273 (7) −0.0233 (6) 0.0004 (5) −0.0059 (5) C1 0.0304 (9) 0.0308 (9) 0.0289 (9) −0.0100 (7) 0.0027 (7) 0.0003 (7) C2 0.0335 (10) 0.0345 (9) 0.0370 (10) −0.0173 (8) 0.0014 (8) −0.0049 (8) C3 0.0365 (10) 0.0357 (10) 0.0299 (9) −0.0124 (8) −0.0010 (7) −0.0062 (7) C4 0.0307 (9) 0.0286 (9) 0.0292 (9) −0.0074 (7) 0.0002 (7) −0.0005 (7) C2-C1-C9-C11 2.4 (3) C10-O3-C9-C1 174.23 (15) C2-C3-C4-C5 179.76 (16) C10-O3-C9-C11 −6.8 (2) C2-C3-C4-C11 1.3 (3) C11-C4-C5-C6 −151.41 (16) Hydrogen-bond geometry (Å, º) D-H···A D -H H···A D ···A D -H···A O1-H1···O2 i 0.84 1.80 (1) 2.635 (2) 174 (2) Symmetry code: (i) −x+1, −y+2, −z+1.
